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Malonate ~ Aeobic EEH
Hypoxic

MIC values ._
= Aerobic 5%02
Epoxomycin >100 pM 3.125pM
Dequalinium 1.25 M 0.625 uM
3-nitropropionate >5mM 25mM
Malonate >20 mM >20 mM
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WX XA kL Genome-wide identification of essential genes in Mycobacterium
intracellulare by transposon sequencing — Implication for metabolic remodeling

#Z . Yoshitaka Tateishi, Yusuke Minato, Anthony D. Baughn, Hiroaki Ohnishi, Akihito
Nishiyama, Yuriko Ozeki, Sohkichi Matsumoto

doi: 10.1038/s41598-020-62287-2 (https://www.nature.com/articles/s41598-020-
62287-2)
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